ment of the CrPV IRES as well as in the positioning of the IRES in the 140 pre-translocation stage [19] , is not interacting with the IRES (Fig. 4,B , left 141 arrow). Upon back swiveling of the 40S head, a new interaction is established 142 between the CrPV IRES and eS25 (Fig.4,B right, arrow) not involving V like in the pre-translocated complex. The new interaction stabilizes the 144 CrPV IRES in a distinctive conformation, with PKII and PKIII assembled 145 but with a wider relative orientation ( Fig. 4,C) and the PKI disassembled 146 with residues 6175 to 6200, corresponding to the ASL mimicking part of PKI, for the synthesis of its own proteins (Fig. 5) . As suggested by classic cross-155 linking experiments [20] , smFRET data [8] and cryoEM reconstructions [7, 13] , 156 CrPV IRES initially assembles a binary 80S/CrPV IRES complex by either 157 directly recruiting empty 80S or by a step-wise pathway in which CrPV 158 IRES first recruits the 40S subunit and then the 60S subunit ( Fig. 5, SL-IV and SL-V, which are initially attached to the ribosome, are solvent 175 exposed, the PKI occupy the P site of the 40S and an aminoacyl-tRNA oc-176 cupies the A site. It is reasonable to assume this state will oscillate between 177 rotated and non-rotated configurations of the small subunit as a canonical 178 pre-translocation complex with tRNAs [21] . The second translocation step is 179 required to place the first aminoacyl-tRNA in the P site and thus finish the 
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